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Simultaneous analysis of Many samples (Multiplexing) 
ÅReduces Technical Variability 
ÅHigh throughput -  /ǳǘǎ instrument time (data collection) 
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Tandem Mass Tags for multiplexed Proteomics 

 



Six reporter ions quantify 
same peptide from 

six samples in 
one spectrum 



10plex with 75 min run:  
10 times faster in machine time and data acquisition 

150 hours vs 15 hours in 12 fraction experiment 


